OBJECTIVE: Perturbations in the vaginal microbiota, and more specifically bacterial vaginosis (BV), have been linked to preterm birth (PTB). Indeed, there is a reported 2-fold increase of preterm birth in women diagnosed with BV during pregnancy. BV is characterised by a shift in healthy populations of lactobacilliin the vagina towards a more mixed-species microbiota that mainly includes Gardnerella vaginalis, Atopobium vaginae and Prevotella sp., among others. Despite the reported link between BV and PTB, controversy remains. Our study aimed to use next generation sequencing techniques to examine the relationship between the vaginal microbiota and preterm birth. STUDY DESIGN: 37 pregnant women after 10 weeks gestation who were at risk of pre-term delivery and a further 11 pregnant women deemed not at risk were recruited and the associated vaginal microbial composition (16S rRNA) determined. Patient demographics are illustrated in table 1. RESULTS: It was established that distinctly different patterns of Lactobacillus populations were evident within samples collected from the 8 women who subsequently delivered preterm compared to those who had full-term pregnancies (Figure 1) . Notably, L. crispatus was significantly reduced in the preterm birth group. It was also evident that the preterm birth group clustered into two distinct community state types, CST-V & CST IIIa, dominated by L. jensenii and L. iners, respectively. There was no significant difference in microbial diversity across groups nor was a distinct BV associated community identified in the preterm group. CONCLUSION: Overall this study provides an important further insight into the vaginal microbiota of PTB. The repeated finding that L. crispatus is a dominant group in the FTB vaginal microbiome is, potentially of great importance in the context of the possible modulation of the vaginal microbiota to reduce the risk of PTB.
542 Influence of vaginal microbiota on the pathophysiology of intra-amniotic infection and sterile-inflammation in preterm labor OBJECTIVE: Intra-amniotic infection and intra-amniotic inflammation (IAI) are leading responsible of spontaneous preterm delivery at early gestational ages being the ascending pathway the most common dissemination way.
The influence of intra-amniotic infection and IAI on the vaginal diversity and Lactobacillus spp. abundance is poorly unknown. Our aim was to evaluate, in women with preterm labor (PTL), whether vaginal microbiota differs among different infectious/inflammatory phenotypes.
STUDY DESIGN: Women admitted with PTL <34.0 weeks with an amniocentesis to rule out infection or IAI were included. Vaginal fluid was collected within 24 h after amniocentesis.
Intra-amniotic infection was diagnosed based on amniotic fluid (AF) cultures or a positive AF PCR of 16S rDNA. IAI was defined based on AF IL-6 levels (!13.4 ng/mL).
Sequencing of 16S rRNA gene was performed using MiSeq platform. Data processing was performed using QIIME. Statistical analyses were performed using R and SPSS program (v24.0). RESULTS: Sixty-nine women were included being 26% women with intra-amniotic infection and 10% women with sterile IAI (negative culture but high levels of IL6). Only one woman with intra-amniotic infection had low levels of IL-6. Most common microorganisms isolated in the amniotic fluid were Ureaplasma spp. 37%. No differences were observed regarding progesterone administration or cerclage among groups. We found differences on ethnicity so sequencing data was adjusted for this variable.
Higher diversity (Shannon index), (p ¼ 0.02) and lower Lactobacillus spp. abundance (p ¼ 0.01) were observed in women with intra-amniotic infection compared with the non-infection/non-IAI group. Using LEfSE test, we observed at genera level that Ureaplasma was enriched in women with infection, Haemophilus in women with sterile IAI and Lactobacillus in women with non-infection/non-IAI group.
Vaginal diversity (OR ¼ 2.8, CI 95% (1.1 e 7.1)) and Lactobacillus spp. abundance (OR ¼ 0.98, CI 95% (0.97 e 0.99)) were found to be independent factors of preterm delivery < 34 weeks being Ureaplasma spp. an independent risk factor for preterm delivery < 32 weeks (OR ¼ 1.7, CI 95% (1.0 e 2.7)). CONCLUSION: A higher vaginal diversity and lower Lactobacillus spp. abundance was observed in women with intra-amniotic infection being Lactobacillus spp. the microorganism dominated in women without infection or IAI.
Poster Session III OBJECTIVE: An association between preterm delivery (PTD) and neurodevelopmental deficits is known, but how specific etiologies of PTD influence neurodevelopment is not. Therefore, we assessed whether neurologic outcomes differ by indicated (IPTD) or spontaneous preterm delivery (SPTD). STUDY DESIGN: Secondary analysis of a multicenter trial assessing magnesium for neuroprotection in women at risk for PTD from 24 to 31 weeks. We included women with live, nonanomalous, singleton gestations who delivered preterm; we excluded those without 2-year follow-up for reasons other than perinatal demise. The primary exposure was type of PTD: 1) spontaneous if the subject presented with preterm labor or ruptured membranes or 2) indicated if the subject was delivered preterm iatrogenically. The primary outcome was death or an abnormal Bayley II scores at age 2, defined as a mental developmental index (MDI) or psychomotor developmental index (PDI) 2 standard deviations (SD) below the mean. Secondary outcomes included MDI and PDI 1 SD and neonatal morbidities associated with prematurity. Bivariate analyses of baseline characteristics by exposure were conducted. We fit a logistic regression model to adjust for confounders. RESULTS: Of 1,678 subjects 1,631 (97.2%) underwent SPTD and 47 (2.8%) underwent IPTD. Baseline maternal demographics and gestational age at delivery were similar between groups (29.6 wks AE7.8 v. 28.8 wks AE2.5, p¼0.07) ( Table 1) . A PDI 2 SD or death occurred in 340 (20.9%) SPTD subjects and 17 (36.2%) IPTD subjects (p¼0.01). When adjusting for confounders, there remained an increased probability of PDI 2 SD or death in IPTD subjects (p¼0.02) ( Table 2 ). Though not statistically significant, IPTD was also associated with higher odds of MDI 2 SD, PDI 1 SD, and MDI 1 SD (1.76, 1.59, 1.45, respectively). Limiting the analysis to small for gestational age (SGA) infants, there was no difference in neurologic outcomes. However, after adjusting for SGA, the PDI remained abnormal in the indicated group (aOR 1.98, 95% CI 1.01, 3.88). CONCLUSION: In this cohort of pregnancies who delivered preterm, indicated delivery was associated with worse psychomotor development than spontaneous delivery. Other outcomes appeared poor, but our numbers were limited. This finding should be confirmed in a larger cohort of women undergoing medically indicated preterm deliveries.
